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A B S T R A C T

Background: Although antitumor necrosis factor alfa (TNFα) agents are widely used to treat patients with in-
flammatory bowel diseases (IBD) - both Crohn's disease (CD) and ulcerative colitis (UC) - there is still some
uncertainty in the cell type expressing TNFα in human ileo-colonic segments.
Aims: We investigated the immunohistochemical (IHC) expression of TNFα in the ileo-colonic segments of pa-
tients with both active CD and UC, to establish its anatomic and cellular localization in the inflamed sites. Our
aim was to identify patients potentially resistant to anti TNFα agents.
Patients and methods: Ileo-colonic slides of complete histological mapping of patients with CD and UC before any
treatment was started were obtained, and serial sections assessed for TNFα expression, together with IHC
markers for lymphocytes, macrophages, and plasma cells.
Results: TNFα was expressed in almost all inflamed segments of IBD patients, albeit with different strength, and
was present, in addition to lymphocytes and, to a lesser extent, to macrophages, in plasma cells, where it had a
strong positivity, as also demonstrated by colocalization of specific IHC staining. The expression of TNFα was
mostly focal in CD patients and more diffuse in UC patients, likely due to the different patterns of inflammation
(transmural and mucosal) of the two entities.
Conclusions: In IBD, TNFα is strongly expressed also in plasma cells, and it is easily evidenced by conventional
IHC techniques. It remains to be established whether this observation might be useful in future to establish in
routine biopsy samples whether patients may be responsive to treatments toward this cytokine.

1. Introduction

Antitumor necrosis factor alfa (TNFα) agents have been shown to be
able to change the clinical course of inflammatory bowel diseases (IBD),
and are used to treat patients with Crohn's disease (CD) and ulcerative
colitis (UC) [1], even those refractory to conventional treatments [2-5].
The rationale underlying this approach is the fact that TNFα is a major
pro-inflammatory cytokine playing a paramount role in the pathophy-
siology of IBD [6], and that blocking its inflammatory pathway leads to
an effective control of the disease [7].
A recent study demonstrated that molecular imaging with

fluorescent anti-TNFα antibodies might predict a therapeutic response
to biological treatment in CD [8], allowing a more targeted persona-
lized intervention. However, this study had practical limitations in that
it was carried out only in inflamed areas with expensive and not widely
available endoscopic techniques (i.e., confocal laser endomicroscopy),
and it involved the use of fluorescent monoclonal antibodies in humans,
a use currently restricted by regulatory authorities [8].
An interesting aspect is that there is still some uncertainty in the cell

type expressing TNFα in human ileo-colonic segments. Although TNF is
usually not detectable in normal tissues, elevated tissue levels are found
in inflammatory conditions, with the main source being cells of the
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monocyte/macrophage lineage [9]. However, concerning IBD equi-
vocal results have been reported by various authors, describing TNFα
expression in macrophages [10], macrophages and CD+ cells [11], and
CD14+ macrophages and CD4+ T lymphocytes [8]. Thus, the exact
cellular localization of TNFα still remains an unresolved issue; in ad-
dition, this factor may also be expressed by plasma cells in conditions
characterized by chronic inflammation [12].
In the present study, by a complete biopsy mapping we aimed at

assessing the immunohistochemical (IHC) expression of TNFα in the
ileo-colonic segments of patients with both active CD and UC, to es-
tablish its anatomic distribution and cellular localization in the in-
flamed sites. We feel these data could add valuable information on how
to potentially individuate patients resistant to biologic therapies with
anti TNFα agents and, hopefully, to individuate more targeted ther-
apeutic approaches.

2. Patients

Patients with CD and UC were recruited in the period January
2015–January 2017 at the Gastroenterology Section of Spedali Civili
and University of Brescia. Inclusion criteria were: 1) naïve patients (i.e.,
patients with a first diagnosis of IBD and no previous treatments) aged
18–65 yrs; 2) availability of clinical data; 3) availability of colonoscopy
with ileoscopy before treatment was started; 4) complete histological
mapping (at least two biopsy samples taken from each anatomical site
from the terminal ileum to the rectum, correctly oriented on acetate
cellulose filters). Biopsy samples from these patients were retrieved
from the archive of Pathology of Spedali Civili and University of Brescia
and processed as described below.

3. Methods

Serial sections from each anatomical segments were obtained from
all patients; the first was stained with H&E and the subsequent ones
processed for IHC evaluation (see below).
Staining for IHC was carried out automatically by means of Leica

Bond Max™ technology. Firstly, sections were stained with CD3
(Thermo Fisher Scientific, Waltham, MA, USA, dilution 1:100), a pan-T
lymphocyte marker, and CD68 (Leica Microsystems, Buccinasco, Italy,
dilution 1:400), to evaluate macrophages. Samples were incubated with
EDTA for 15min to achieve antigen retrieval. Then, a mouse anti-TNFα
antibody (Thermo Fisher Scientific, working dilution 1:50) was used as
primary antibody, while the staining was obtained through a DAB-
based revelation system. Moreover, antibodies toward κ and λ chains
(kappa and lambda probes, Leica Microsystems) were tested to confirm
the presence and distribution of plasma cells. To further confirm the
presence of TNFα in plasma cells, additional sections were assessed for
co-localization by means of a double immunostaining for plasma cells
with MUM1 (Dako, Santa Clara, CA, USA, dilution 1:80), since the anti-
TNFα antibody stains the cytoplasm and MUM1 the nuclei.

4. Data analysis

Patients with IBD were phenotypically defined according to the
Montreal classification [13]. The histological diagnosis and the disease
activity were formulated on H&E sections by an experienced patholo-
gist, according to a standard method [14], and judged to be moderate to
severe in all patients.
The number of plasma cells (MUM1 positive), macrophages (CD68

positive) and lymphocytes (CD3 positive) for each segment (and ex-
pressed as median [95%CI]) was calculated by counting five optical
fields at 40× for each of the two biopsy samples obtained in that
segment. To establish the localization of anti-TNFα positive cells, se-
quential sections stained with H&E, CD3, CD68, κ and λ chains, and
anti-TNFα were assessed at 40× magnification and the percentage of
TNFα was calculated.

Concerning IHC quantification of TNFα positivity, a determined
anatomical segment was considered as positive when examination of at
least five optical fields for each of the two biopsy samples obtained in
that segment constantly yielded an arbitrary cut-off value of 30 or more
stained cells per microscopic field at a magnification of 40. This arbi-
trary cut-off was based on that proposed by Atreya et al. [8], but we set
a higher value for strong positivity (30 cells/field instead of 20).
However, depending on whether CD or UC patients were examined, this
positivity could be focal (especially CD) or diffuse (especially UC).

5. Statistical analysis

Differences in cell numbers and the percentages between the various
anatomical segments for each cell type investigated were assessed by

Table 1
Demographic and phenotypic (according to Montreal classification) features of
IBD patients under investigation.

UC CD

Gender (male/female) 12/5 10/8
Age, yrs (mean, range) 40 (24–75) 39 (19–69)
Disease localization

(number)
Proctitis (3) Ileal (5)
Left-sided (11) Colonic (1)
Pancolitis (3) Ileo-colonic (12)

Disease activity Moderate (15) non-stricturing, non-penetrating
(11)

Severe (2) stricturing (5)
Penetrating (2)

Table 2
Median [95%CI] number of PC, M, and L in the different segments of CD pa-
tients; the parentheses show the percentage of TNFα positive cells in these cell
populations.

I C-A T D S R

PC 21.5 21.5 21 21.5 19 17
[19–25] [18.4–26.4] [16–24] [16–24] [15–23] [14–21]
(77) (81) (77) (75) (80) (75)

M 10.5 11.5 12 14 12 7
[7–13.4] [8.4–16] [8.4–18] [10.4–17] [7.4–17] [5.4–18]
(73) (74) (75) (78) (78) (78)

L 41⁎ 29 33 37 27 25
[38–48] [25–39] [29–39.5] [26–45] [19.5–38] [21.5–33.7]
(84) (87) (82) (82) (81) (77)

Abbreviations: I= ileum; C-A= cecum-ascending; T= transverse;
D= descending; S= sigmoid; R= rectum; PC=plasma cells;
M=macrophages; L= lymphocytes.

⁎ p=0.003 vs R.

Table 3
Median [95%CI] number of PC, M, and L in the different segments of UC pa-
tients; the parentheses show the percentage of TNFα positive cells in these cell
populations.

I C-A T D S R

PC 23 25 26 24.5 42 43
[17–29] [18.5–43] [20–41] [19–43] [35–48] [42–49]
(87) (86) (85) (86) (87) (86)

M 6 7 9⁎ 7.5 10 12
[2–13] [5–10.5] [4.5–12] [6–9] [7–14] [8–15]
(79) (78) (82) (77) (84) (84)

L 31.5 33 39 37 49 51
[15–48] [25.5–47] [28.5–53] [32–51] [42–50] [47–54]
(82) (85) (75) (85) (85) (81)

Abbreviations: I= ileum; C-A= cecum-ascending; T= transverse;
D= descending; S= sigmoid; R= rectum; PC=plasma cells;
M=macrophages; L= lymphocytes.

⁎ p=0.018 vs R.
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means of the two-tailed analysis of variance (ANOVA) for repeated
measures, with Bonferroni correction. Values of p < 0.05 were chosen
to reject the null hypothesis.

6. Ethical considerations

Ethical approval for the study was granted by the IRB of Spedali
Civili and University of Brescia; informed consent was obtained from all
patients.

7. Results

Table 1 shows demographic and phenotypic features of the IBD
patients included in the study (18 patients with CD and 17 with UC).
Tables 2 and 3 show the median number of each cell type in the various
anatomical segments for both CD and UC patients, together with the
percentage of TNFα positive cells within each group. Statistical analysis
did not show significant differences in the number of each cell type
between the various anatomical segments of CD and UC patients, except
for the higher number of ileal vs rectal lymphocytes (p=0.003) in CD
patients and the lower number of monocytes in the transverse colon vs
rectum (p=0.018) in UC patients. The morphological analysis of se-
quential colonic histological sections showed that TNFα positivity was
found within plasma cells, lymphocytes and, to a lesser extent, mac-
rophages (Figs. 1 and 2). Concerning plasma cells, this observation was
also strengthened by IHC results obtained with the co-localization of
the plasma cell biomarker MUM1 with TNFα (Fig. 1). No statistical
differences were however found in the percentage of TNFα positive

cells for each cell subtype in the various anatomical segments, although
there was a trend toward a lesser expression in macrophages (Tables 2
and 3).
Immunohistochemical quantification is summarized in Table 4. As

expected, there was a strong association between the grade of in-
flammation and the TNFα positivity. All CD patients displayed a focal
positivity in the inflamed anatomic segments, whereas a diffuse posi-
tivity was found in at least one anatomical segment in 9/18 (50%)
patients. In 7 of these patients the diffuse positivity was present in more
than one segment. All UC patients also displayed focal positivity in the
inflamed anatomic segments (Fig. 3 A); a diffuse positivity (Fig. 3 B)
was present in at least one anatomical segment in 16/17 (94%) pa-
tients. This positivity had a more homogeneous anatomical distribution,
and it was concentrated in the distal, more inflamed segments, in 14 of
these patients.

8. Discussion

Although TNFα represents a key factor in the pathogenesis of IBD,
about 30% of patients display a primary non-response (i.e., they do not
show improvement after induction therapy), and a further 20%/year
show a secondary non-response (i.e., loss of response in the time
course) [15-18].
On this basis, the identification of predictive biomarkers to establish

whether a patient will be responding to anti-TNFα agents is intuitive
and is still an unresolved need. In fact, a biomarker of TNFα sensitivity
would avoid unnecessary exposure of the patient to the drug and to its
side effects, that sometimes may be serious [19,20], while reducing

Fig. 1. Sequential sections of a UC patient showing the conventional H&E staining (A) and the positivity for TNF (B), CD3 (C), CD68 (D), MUM1 (E), and double
immunostain for MUM1 (brown color in the nuclei) and TNFα (red color in the cytoplasm) (F). Original magnification ×40. (For interpretation of the references to
color in this figure legend, the reader is referred to the web version of this article.)
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spending as well. Unfortunately, apart from the demonstration that
patients with high blood levels of C reactive protein respond better to
anti-TNFα agents [21], no other biomarkers are available in the daily
routine. The proposed apoptotic index to predict response to infliximab
[22], although interesting, seems relatively complex and must be still
validated in large prospective trials. Thus, the identification of patients
that will respond to anti-TNFα agents remains a major clinical chal-
lenge. In addition, there is the need to better understand the role of
TNFα in these conditions, especially at the inflamed intestinal segments
level, to establish why different therapeutic responses are observed in
different subjects. Unfortunately, studies addressing this issue are
scarce. A previous study in UC patients employing IHC techniques
showed that TNFα expression correlates to the degree of colonic in-
flammation [11], and that tissue levels of TNFα may predict response to
infliximab treatment [23]. A more recent study in patients with CD
suggests that the high expression of TNFα in the inflamed ileo-colic

tissues of the patients might predict the response to biological agents
[8]. However, these studies were carried out with techniques scarcely
applicable to real-life conditions, and thereby limited to an experi-
mental setting.
Our results, obtained by means of conventional techniques easy

available in most Pathology Units, show that in actively inflamed,
moderate to severe IBD (both CD and UC) patients, TNFα positivity was
constantly and selectively detected in the mucosa of the affected seg-
ments, although with a different intensity of expression. This, once
again, stresses the importance of this cytokine in the pathogenesis of
these entities [6] and it remarks its important role as a therapeutic
target [7]. However, although the mucosal samples were obtained in
patients' naïve from any therapy, we observed that CD patients dis-
played a quite heterogeneous pattern of TNFα expression in the in-
flamed areas, with a prevalence of focal expression, whereas diffuse
expression was more consistent and homogeneous in UC patients,
especially in the distal colonic segments. This observation likely reflects
the pathophysiologic differences between the two conditions, CD dis-
playing a patchy and transmural inflammatory state, while a pre-
dominant mucosal and continuous inflammation can be detected in UC
[24]. Concerning the cellular localization of TNFα, conflicting results
are present in literature [9-12]. In this study, we demonstrated that
TNFα positivity, in addition to be present in lymphocytes and, to a
lesser extent, in macrophages, was also strongly and diffusely localized
within plasma cells. This positivity was documented by the use of κ and
λ probes and, especially by the co-localization of MUM1, a marker
mostly expressed in plasma cells and in 1–5% of T lymphocytes [25].
We would like to underline this point, since previous studies (carried
out without the use of serial sections or double antibody co-localiza-
tion) have yielded equivocal results, describing TNFα expression in

Fig. 2. Comparison between TNFα and kappa-lambda immunostains reveals the cellular expression of TNFα in plasma cells. Original magnification, ×40.

Table 4
TNFα positivity in ulcerative colitis (UC) and Crohn's disease (CD).

UC no activity UC < 30 UC > 30 CD < 30 CD > 30

I 13 4 0 15 3
C-A 10 5 2 13 5
T 7 6 4 13 5
D 3 8 6 13 5
S 0 4 13 16 2
R 0 1 16 18 0

< 30= less than 30 positive cells.
> 30=more than 30 positive cells.
Abbreviations: I= ileum; C-A= cecum-ascending; T= transverse;
D= descending; S= sigmoid; R= rectum.
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macrophages [10], macrophages and CD+ cells [11,26], and CD14+
macrophages and CD4+ T lymphocytes [8].
To the best of our knowledge, plasma cells were never investigated

before in this setting. Since TNFα may also be expressed by plasma cells
in pathological conditions characterized by a chronic inflammation
[12] our results might also have therapeutic implications, suggesting a
new cellular target to be potentially addressed. Indeed, plasma cells in
IBD likely play some important role, as shown by their precocious
presence from the very early phases of these diseases [27,28]. In ad-
dition, these findings could explain the fact of the scarce efficacy of
rituximab (anti CD20) in UC [29], as CD20 is downregulated during
plasma cell differentiation [30].
Finally, extrapolating these observations to a clinical context, we

feel that the results presented here might also have some practical
implications. In fact, since colonoscopy with biopsy sampling has a
pivotal role in the diagnosis and management of IBD patients [31],
assessing the expression of TNFα in endoscopic biopsies at first diag-
nosis, together with a precise histological assessment, could potentially
identify patients responding to anti-TNFα agents. This has been re-
cently shown by Atreya and coworkers for CD patients [8]. Of course,
due to the more frequent colonic localization of the inflammatory ac-
tivity in UC, particularly in the distal segments, this approach could
perhaps be more useful in these patients, as shown by preliminary data
from our institutions (Villanacci V, Bassotti G, unpublished data). Thus,
in theory it could be possible to avoid unnecessary therapeutic delays,
and perhaps unnecessary costs, in IBD patients needing health benefits.
Such hypothesis needs to be clinically tested, even because there is still
no validated standardization of TNFα positivity, and studies addressing

these issues are under way, with the hope to offer a more targeted
approach to these disabling conditions.

Conflict of interest statement

None declared.

Source of funding

University of Brescia, Italy, local grants.

References

[1] Chang S, Hanauer S. Optimizing pharmacologic management of inflammatory
bowel disease. Expert Rev Clin Pharmacol 2017;10:595–607.

[2] Hanauer SB, Feagan BG, Lichtenstein GR, Mayer LF, Schreiber S, Colombel JF, et al.
Maintenance infliximab for Crohn's disease: the ACCENT I randomised trial. Lancet
2002;359:1541–9.

[3] Rutgeerts P, Sandborn WJ, Feagan BG, Reinisch W, Olson A, Johanns J, et al.
Infliximab for induction and maintenance therapy for ulcerative colitis. N Engl J
Med 2005;353:2462–76. (Erratum in: N Engl J Med 2006, 354:2200).

[4] Peters CP, Eshuis EJ, Toxopeüs FM, Hellemons ME, Jansen JM, D'Haens GR, et al.
Adalimumab for Crohn's disease: long-term sustained benefit in a population-based
cohort of 438 patients. J Crohns Colitis 2014;8:866–75.

[5] García-Bosch O, Gisbert JP, Cañas-Ventura A, Merino O, Cabriada JL, García-
Sánchez V, et al. Observational study on the efficacy of adalimumab for the treat-
ment of ulcerative colitis and predictors of outcome. J Crohns Colitis
2013;7:717–22.

[6] Khor B, Gardet A, Xavier RJ. Genetics and pathogenesis of inflammatory bowel
disease. Nature 2011;474:307–17.

[7] Neurath MF. Cytokines in inflammatory bowel disease. Nat Rev Immunol
2014;14:329–42.

[8] Atreya R, Neumann H, Neufert C, Waldner MJ, Billmeier U, Zopf Y, et al. In vivo
imaging using fluorescent antibodies to tumor necrosis factor predicts therapeutic
response in Crohn's disease. Nat Med 2014;20:313–8.

[9] Bradley JR. TNF-mediated inflammatory disease. J Pathol 2008;214:149–60.
[10] MacDonald TT, Hutchings P, Choy MY, Murch S, Cooke A. Tumour necrosis factor-

alpha and interferon-gamma production measured at the single cell level in normal
and inflamed human intestine. Clin Exp Immunol 1990;81:301–5.

[11] Olsen T, Goll R, Cui G, Husebekk A, Vonen B, Birketvedt GS, et al. Tissue levels of
tumor necrosis factor-alpha correlates with grade of inflammation in untreated
ulcerative colitis. Scand J Gastroenterol 2007;42:1312–20.

[12] Di Girolamo N, Visvanathan K, Lloyd A, Wakefield D. Expression of TNF-alpha by
human plasma cells in chronic inflammation. J Leukoc Biol 1997;61:667–78.

[13] Satsangi J, Silverberg MS, Vermeire S, Colombel JF. The Montreal classification of
inflammatory bowel disease: controversies, consensus, and implications. Gut
2006;55:749–53.

[14] Villanacci V, Antonelli E, Lanzarotto F, Bozzola A, Cadei M, Bassotti G. Usefulness
of different pathological scores to assess healing of the mucosa in inflammatory
bowel diseases: a real life study. Sci Rep 2017;7:6839.

[15] Danese S, Vuitton L, Peyrin-Biroulet L. Biologic agents for IBD: practical insights.
Nat Rev Gastroenterol Hepatol 2015;12:537–45.

[16] Pouillon L, Bossuyt P, Peyrin-Biroulet L. Considerations, challenges and future of
anti-TNF therapy in treating inflammatory bowel disease. Expert Opin Biol Ther
2016;16:1277–90.

[17] Lehtola E, Haapamäki J, Färkkilä MA. Outcome of inflammatory bowel disease
patients treated with TNF-α inhibitors: two-year follow-up. Scand J Gastroenterol
2016;51:1476–81.

[18] Argollo M, Fiorino G, Hindryckx P, Peyrin-Biroulet L, Danese S. Novel therapeutic
targets for inflammatory bowel disease. J Autoimmun 2017;85:103–16.

[19] Lopetuso LR, Gerardi V, Papa V, Scaldaferri F, Rapaccini GL, Gasbarrini A, et al. Can
we predict the efficacy of anti-TNF-α agents? Int J Mol Sci 2017;18:1973.

[20] Hindryckx P, Novak G, Bonovas S, Peyrin-Biroulet L, Danese S. Infection risk with
biologic therapy in patients with inflammatory bowel disease. Clin Pharmacol Ther
2017;102:633–41.

[21] Vermeire S, Van Assche G, Rutgeerts P. C-reactive protein as a marker for in-
flammatory bowel disease. Inflamm Bowel Dis 2004;10:661–5.

[22] Hlavaty T, Ferrante M, Henckaerts L, Pierik M, Rutgeerts P, Vermeire S. Predictive
model for the outcome of infliximab therapy in Crohn's disease based on apoptotic
pharmacogenetic index and clinical predictors. Inflamm Bowel Dis 2007;13:372–9.

[23] Olsen T, Rismo R, Gundersen MD, Paulssen EJ, Johnsen K, Kvamme JM, et al.
Normalization of mucosal tumor necrosis factor-α: a new criterion for discontinuing
infliximab therapy in ulcerative colitis. Cytokine 2016;79:90–5.

[24] Feakins RM. Ulcerative colitis or Crohn's disease? Pitfalls and problems.
Histopathology 2014;64:317–35.

[25] Falini B, Fizzotti M, Pucciarini A, Bigerna B, Marafioti T, Gambacorta M, et al. Stein
H. A monoclonal antibody (MUM1p) detects expression of the MUM1/IRF4 protein
in a subset of germinal center B cells, plasma cells, and activated T cells. Blood
2000;95:2084–92. (Erratum in: Blood 2013, 122:2523).

[26] Kamada N, Hisamatsu T, Okamoto S, Chinen H, Kobayashi T, Sato T, et al. Unique
CD14 intestinal macrophages contribute to the pathogenesis of Crohn disease via IL-
23/IFN-gamma axis. J Clin Invest 2008;118:2269–80.

Fig. 3. Different expression of TNFα: A, focal positivity; B, diffuse positivity.
Original magnification: ×40.

V. Villanacci et al. Annals of Diagnostic Pathology 38 (2019) 20–25

24

http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0005
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0005
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0010
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0010
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0010
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0015
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0015
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0015
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0020
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0020
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0020
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0025
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0025
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0025
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0025
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0030
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0030
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0035
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0035
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0040
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0040
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0040
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0045
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0050
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0050
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0050
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0055
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0055
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0055
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0060
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0060
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0065
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0065
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0065
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0070
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0070
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0070
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0075
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0075
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0080
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0080
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0080
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0085
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0085
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0085
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0090
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0090
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0095
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0095
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0100
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0100
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0100
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0105
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0105
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0110
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0110
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0110
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0115
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0115
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0115
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0120
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0120
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0125
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0125
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0125
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0125
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0130
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0130
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0130


[27] Villanacci V, Antonelli E, Reboldi G, Salemme M, Casella G, Bassotti G. Endoscopic
biopsy samples of naïve “colitides” patients: role of basal plasmacytosis. J Crohns
Colitis 2014;8:1438–43.

[28] Canavese G, Villanacci V, Antonelli E, Cadei M, Sapino A, Rocca R, et al.
Eosinophilia-associated basal plasmacytosis: an early and sensitive histologic fea-
ture of inflammatory bowel disease. APMIS 2017;125:179–83.

[29] Leiper K, Martin K, Ellis A, Subramanian S, Watson AJ, Christmas SE, et al.
Randomised placebo-controlled trial of rituximab (anti-CD20) in active ulcerative

colitis. Gut 2011;60:1520–6.
[30] Tomita A. Genetic and epigenetic modulation of CD20 expression in B-cell malig-

nancies: molecular mechanisms and significance to rituximab resistance. J Clin Exp
Hematop 2016;56:89–99.

[31] Moran CP, Neary B, Doherty GA. Endoscopic evaluation in diagnosis and man-
agement of inflammatory bowel disease. World J Gastrointest Endosc
2016;8:723–32.

V. Villanacci et al. Annals of Diagnostic Pathology 38 (2019) 20–25

25

http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0135
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0135
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0135
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0140
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0140
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0140
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0145
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0145
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0145
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0150
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0150
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0150
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0155
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0155
http://refhub.elsevier.com/S1092-9134(18)30183-7/rf0155

	Localization of TNF alpha in ileocolonic biopsies of patients with inflammatory bowel disease
	Introduction
	Patients
	Methods
	Data analysis
	Statistical analysis
	Ethical considerations
	Results
	Discussion
	Conflict of interest statement
	Source of funding
	References




